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Filename: SampleQC_1-63_30-1075224139.cRNA
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Sample Info
Well RINe 28S/18S (Area) Conc. [ng/l] Sample Description
Al - - 84.9 Electronic Ladder
Bl - - 9.61 3100690
Cl - - 6.25 300691
DI 8.1 1.3 16.2 300692
El 8.0 14 16.4 3100693
F1 8.6 1.1 15.6 300694
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Gl 8.2 1.1 12.1 SGI00695
H1 8.7 1.5 12.2 SG00696
A2 - - 6.49 SGI00697
B2 6.9 1.4 12.8 SG00698
2 7.9 1.0 71.5 SGI00699
D2 8.2 1.4 10.1 SG00700
E2 8.2 1.1 372 SGI00701
2 - - 6.72 SG100702
Q 8.6 1.7 12.8 SGI00703
H2 - - 7.51 300704
A3 - - 5.13 SGI00705
B3 8.6 1.4 13.8 SGI00706
a3 8.2 1.4 14.2 SGI00707
D3 8.5 1.0 10.8 SGI00708
E3 8.5 1.0 11.6 SGI00709
F3 - - 6.83 SGI00710
G - - 6.22 SGI00711
H3 - - 2.74 SGI00712
A4 8.2 1.4 10.2 SGI00713
B4 8.6 0.9 14.7 SGI00714
4 - - 5.15 SG00715
D4 - - 7.10 SGI00716
F4 - - 9.64 SG00717
F4 - - 7.21 SGI00718
G4 - - 7.38 300719
H4 8.5 1.0 18.8 SGI00720
AS 83 1.1 15.9 300721
B5 7.7 1.0 193 SGI00722
[} 8.6 1.0 11.1 SGI00723
D5 - - 2.52 SGI00724
ES 8.9 1.1 12.1 SGI00725
F5 - - 2.38 SG00726
(€3 8.1 1.3 143 SGI00727
HS5 - - 5.38 SG00728
A6 - - 3.01 SGI00729
B6 - - 5.40 SG00730
C6 - - 8.53 SGI00731
D6 8.4 1.1 16.1 SG00732
E6 - - 2.56 SGI00733
F6 - - 6.62 SG00734
G - - 1.53 SGI00735
H6 83 1.1 113 SG00736
A7 - - 5.69 SGI00737
B7 - - 7.07 SGI00738
Cc7 83 1.3 18.9 SGI00739
D7 - - 8.36 SGI00740
E7 8.2 1.2 13.8 SGI00741
F7 - - 4.96 SGI00742
G7 - - 1.86 SGI00743
H7 8.5 1.1 10.3 SGI00744
A8 8.5 1.4 114 SG00745
B3 - - 8.98 SGI00746
3 - - 3.82 SG00747
D8 - - 9.81 SGI00748
E8 - - 6.07 300749
F8 - - 8.96 SGI00750
(€3 - - 7.58 SGI00751
H8 8.4 1.0 11.8 SGI00752
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Size
w [nt]
Sample Table
Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
Al - - 84.9 Electronic Ladder
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity q
Size [nt] [ng/pl] [ng/ul] [nmol/] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
200 5.94 - 87.4 7.80
500 15.9 - 93.6 20.88
1000 14.2 - 41.8 18.62
2000 13.8 - 20.3 18.11
4000 15.5 - 114 20.38
6000 10.8 - 5.31 14.22
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B1: SGJ00690
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/pl] Sample Description
Bl - - 9.61 300690
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o q
Size [nt] [ng/pl] [ng/ul] [nmol/] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1626 2.49 - 4.50 48.32 18S
3125 2.66 - 2.50 51.68 28S
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Region Table
From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 2805 7.45 7.81 77.54 [ ]
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C1: SGJ00691
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
Cl - - 6.25 3100691
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o q
Size [nt] [ng/ul] [ng/ul] [nmol/] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1702 0.459 - 0.793 55.92 18S
3331 0.362 - 0.319 44.08 28S
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Region Table
From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 3079 2.80 2.68 44.80 [ ]
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D1: SGJ00692
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
D1 8.1 1.3 16.2 300692
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity q
Size [nt] [ng/ul] [ng/ul] [nmol/] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1687 3.34 - 5.83 42.58 18S
3263 4.51 - 4.06 57.42 28S
5000 +
§ 4000 4
°
H
£ 3000 4
Z
=y
=
o
€ 2000
» ]
E
A
1000 +
o J/_'/‘L/L
Size
o & g 8§
Region Table
From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 3284 12.2 10.9 75.06 [ ]
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
El 8.0 14 16.4 300693
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o q
Size [nt] [ng/ul] [ng/ul] [nmol/] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1642 3.24 - 5.81 42.55 18S
3147 4.38 - 4.09 57.45 28S
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Region Table
From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 3176 12.0 11.1 73.32 [ ]
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
F1 8.6 1.1 15.6 3100694
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity q
Size [nt] [ng/ul] [ng/ul] [nmol/] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1634 3.15 - 5.67 46.98 18S
3132 3.55 - 3.34 53.02 28S
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Region Table
From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 3183 11.7 10.8 74.72 [ ]

TapeStation Analysis Software 5.1

© Agilent Technologies, Inc. 2023

Generated: 2024-09-12T08:21:53-04:00



RNA ScreenTape® EUKARYOTIC RNA ANALYSIS Page 10

G1: SGJ00695
@
\,d'\ .3;6’ r\S]%
5000 +
5 4000 4
[T
°
H
E
S 3000 A
Z
=y
=
o
€ 2000
» ]
E
A
1000 +
Size
o s o 8 g 8¢ z
Sample Table
Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
Gl 8.2 1.1 12.1 3100695
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity q
Size [nt] [ng/pl] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1615 2.18 - 3.97 47.18 18S
3120 2.44 - 2.30 52.82 28S
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Region Table
From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 3430 8.04 6.89 66.35 [ ]
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Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
H1 8.7 1.5 12.2 300696
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity q
Size [nt] [ng/ul] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1637 2.60 - 4.67 40.06 18S
3162 3.89 - 3.62 59.94 28S
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Region Table
From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 3191 9.50 8.76 77.66 [ ]
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Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
A2 - - 6.49 3100697
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o q
Size [nt] [ng/pl] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1607 1.01 - 1.85 46.65 18S
3104 1.15 - 1.09 53.35 28S
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Region Table
From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 3265 3.95 3.55 60.83 [ ]
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
B2 6.9 14 12.8 3100698
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o q
Size [nt] [ng/ul] [ng/ul] [nmol/] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1697 2.12 - 3.68 42.24 18S
3269 2.90 - 2.61 57.76 28S
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Region Table
From [nt] To [nt] Average Size [nt] Conc. [ng/pl] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 3618 8.07 6.56 63.28 [ ]
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Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
(] 7.9 1.0 71.5 300699
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o q
Size [nt] [ng/ul] [ng/ul] [nmol/] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1555 26.0 - 49.2 50.97 18S
2845 25.0 - 25.8 49.03 28S
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Region Table
From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 3113 64.2 60.7 89.74 [ ]
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Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
D2 8.2 14 10.1 3100700
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity q
Size [nt] [ng/ul] [ng/ul] [nmol/] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1648 1.79 - 3.19 41.87 18S
3180 248 - 2.29 58.13 28S
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Region Table
From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 3278 6.33 5.68 62.48 [ ]
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Peak Table
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Size [nt]
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Peak Molarity
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% Integrated Area
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
F2 - - 6.72 3100702
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity q
Size [nt] [ng/ul] [ng/ul] [nmol/] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1592 1.31 - 242 39.03 18S
3066 2.05 - 1.97 60.97 28S
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Region Table
From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 2880 4.64 4.74 69.02 [ ]
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
Q@ 8.6 1.7 12.8 3100703
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o q
Size [nt] [ng/pl] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1552 2.69 - 5.10 36.92 18S
2958 4.59 - 4.57 63.08 28S
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Region Table
From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 3009 9.83 9.61 76.51 [ ]
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
H2 - - 7.51 3100704
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o q
Size [nt] [ng/ul] [ng/ul] [nmol/] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1563 1.50 - 2.83 43.26 18S
2975 1.97 - 1.95 56.74 28S
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Region Table
From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 2962 5.59 5.56 74.47 [ ]
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
A3 - - 5.13 3100705
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity B
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Peak Table
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Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o q
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Peak Table
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From [nt] To [nt] Average Size [nt] Conc. [ng/pl] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
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200 10000 2867 9.52 9.76 78.82 [ ]
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F5 - - 2.38 3100726
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o B
Size [nt] [ng/pl] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
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From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 3074 1.11 1.06 46.46 [ ]
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Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
G5 8.1 1.3 14.3 3100727
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o q
Size [nt] [ng/ul] [ng/ul] [nmol/] % Integrated Area Peak Comment Observations
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From [nt] To [nt] Average Size [nt] Conc. [ng/pl] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 2820 11.8 12.3 82.42 [ ]
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Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
H5 - - 5.38 3100728
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o B
Size [nt] [ng/pl] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations
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From [nt] To [nt] Average Size [nt] Conc. [ng/pl] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 3044 3.61 3.49 67.19 [ ]
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Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
A6 - - 3.01 300729
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity q
Size [nt] [ng/ul] [ng/ul] [nmol/] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1593 0.316 - 0.583 52.46 18S
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Region Table
From [nt] To [nt] Average Size [nt] Conc. [ng/ul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 3083 1.42 1.36 47.14 [ ]
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Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
B6 - - 5.40 3100730
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o q
Size [nt] [ng/ul] [ng/ul] [nmol/] % Integrated Area Peak Comment Observations
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From [nt] To [nt] Average Size [nt] Conc. [ng/pl] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 2812 3.86 4.04 71.49 [ ]
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Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o q
Size [nt] [ng/pl] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations
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From [nt] To [nt] Average Size [nt] Conc. [ng/ul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 2792 6.48 6.82 75.97 [ ]
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D6 8.4 1.1 16.1 3100732
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity q
Size [nt] [ng/ul] [ng/ul] [nmol/] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
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Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
E6 - - 2.56 3100733
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o q
Size [nt] [ng/ul] [ng/ul] [nmol/] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
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From [nt] To [nt] Average Size [nt] Conc. [ng/ul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
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Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
F6 - - 6.62 3100734
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o q
Size [nt] [ng/pl] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
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From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 2833 5.16 5.36 78.03 [ ]
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€3 - - 1.53 3100735
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o n
Size [nt] [ng/pl] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
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From [nt] To [nt] Average Size [nt] Conc. [ng/ul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 3019 0.528 0.514 34.46 [ ]

TapeStation Analysis Software 5.1 © Agilent Technologies, Inc. 2023 Generated: 2024-09-12T08:21:53-04:00



RNA ScreenTape® EUKARYOTIC RNA ANALYSIS Page 51

H6: SGJ00736
&% nf?
5000 +
5 4000 4
[T
°
H
£
S 3000 A
Z
=y
=
o
€ 2000
» ]
E
L]
v
1000 +
i J’M\
Size
. s o 8 g 8¢ z
Sample Table
Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
H6 8.3 1.1 11.3 3100736
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o B
Size [nt] [ng/ul] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
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From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 2783 9.31 9.84 82.07 [ ]
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
A7 - - 5.69 3100737
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o q
Size [nt] [ng/pl] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations
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1566 1.02 - 1.91 41.69 18S
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From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 3127 3.77 3.54 66.25 [ ]
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Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
B7 - - 7.07 3100738
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o q
Size [nt] [ng/pl] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1681 1.08 - 1.89 47.79 18S
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From [nt] To [nt] Average Size [nt] Conc. [ng/ul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 2972 4.90 4.85 69.33 [ ]
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Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
C7 8.3 1.3 18.9 300739

Peak Table

q Calibrated Conc. Assigned Conc. Peak Molarity o B
Size [nt] [ng/ul] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
1670 4.45 - 7.85 42.57 18S
3213 6.01 - 5.50 5743 288
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Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color

200 10000 2832 154 16.0 81.25 [ ]
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Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
D7 - - 8.36 3100740
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o q
Size [nt] [ng/pl] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1658 1.77 - 3.15 50.45 18S
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From [nt] To [nt] Average Size [nt] Conc. [ng/ul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 2855 6.14 6.32 73.43 [ ]
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Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
E7 8.2 1.2 13.8 3100741
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o B
Size [nt] [ng/ul] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations
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From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 2773 11.2 11.9 81.48 [ ]
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F7 - - 4.96 3100742
Peak Table
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Size [nt] [ng/pl] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations
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From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 2987 3.27 3.22 65.81 [ ]
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G7 - - 1.86 3100743
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o B
Size [nt] [ng/ul] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
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From [nt] To [nt] Average Size [nt] Conc. [ng/pul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 3070 0.843 0.808 45.20 [ ]
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Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description
H7 8.5 1.1 10.3 3100744
Peak Table
q Calibrated Conc. Assigned Conc. Peak Molarity o q
Size [nt] [ng/pl] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations
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From [nt] To [nt] Average Size [nt] Conc. [ng/ul] Regi[‘:;nl\o/ll‘;llrﬁty % of Total Region Comment Color
200 10000 3186 7.41 6.84 72.31 [ ]
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Size [nt] [ng/pl] [ng/ul] [nmol/l] % Integrated Area Peak Comment Observations
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