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Enriched Biological Process:  ion transmembrane transport
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Enriched Biological Process:  homophilic cell adhesion via plasma membrane adhesion molecules
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Enriched Biological Process:  protein ubiquitination involved in ubiquitin−dependent protein catabolic process
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Enriched Biological Process:  protein ubiquitination
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Enriched Biological Process:  regulation of neurogenesis
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Enriched Biological Process:  phospholipid translocation
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Enriched Biological Process:  Golgi to endosome transport
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Enriched Biological Process:  sarcomere organization
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Enriched Biological Process:  melanosome organization
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Enriched Biological Process:  negative regulation of phosphatase activity
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Enriched Biological Process:  response to starvation
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Enriched Biological Process:  cell migration
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Enriched Biological Process:  cellular iron ion homeostasis
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Enriched Biological Process:  vasculogenesis
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Enriched Biological Process:  regulation of cytokinesis
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Enriched Biological Process:  NIK/NF−kappaB signaling
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Enriched Biological Process:  negative regulation of JAK−STAT cascade
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Enriched Biological Process:  cell−cell adhesion mediated by cadherin
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Enriched Biological Process:  epithelium development
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Enriched Biological Process:  radial glia guided migration of Purkinje cell
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Enriched Biological Process:  negative regulation of vulval development
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Enriched Biological Process:  striated muscle contraction
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Enriched Biological Process:  ion homeostasis
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Enriched Biological Process:  regulation of establishment of planar polarity
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Enriched Biological Process:  cardiac myofibril assembly
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Enriched Biological Process:  trachea development
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Enriched Biological Process:  microtubule−based process
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Enriched Biological Process:  detection of mechanical stimulus
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Enriched Biological Process:  endosome to lysosome transport



0

25

50

75

100

25 50 75 100
Hood Canal % Methylation

S
ou

th
 S

ou
nd

 %
 M

et
hy

la
tio

n

SPID

O15943

P98194

Q24292

Q9V5N8

Q9VGG5

Q9VW71

Enriched Biological Process:  calcium−dependent cell−cell adhesion via plasma membrane cell adhesion molecules
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Enriched Biological Process:  positive regulation of protein ubiquitination


