Bismark: Alignment Scores
6 samples

LCo BSrl.LCo BSr1 1 val 1 Aligned Uniquely
Aligned Ambiguously
Did Not Align

No Genomic Sequence

LCo BSr2.LCo BSr2 1 val 1

LCo BSr3.LCo BSr3 1 val 1

LYa BSrl.LYa BSrl 1 val 1

LYa BSr2.LYa BSr2 1 val 1

LYa BSr3.LYa BSr3 1 val 1
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