Depth of Coverage
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Genome: /home/shared/8TB_HDD_02/shedurkin/deep-dive-expregpioge=-Ptuh/data/Pocillopora_meandrina_HIvl.assembly.fa
Alignments: /home/shared/8TB_HDD_02/shedurkin/deep-dive-exj#=3s /F-Ptuh/output/05-Ptuh-sRNA-ShortStack _4.1.0/ShortStack_out/merged_alignn

Location: Pocillopora_meandrina_HIv1_800000002:3841944-.'A' minus
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