ureter maturation -

type 2 immune response -

transcription elongation by RNA polymerase | -

RNA polymerase | preinitiation complex assembly -
regulation of gastric acid secretion -

regulation of clathrin—dependent endocytosis -

Ras protein signal transduction -

protein sumoylation -

protein stabilization -

protein insertion into mitochondrial outer membrane -
positive regulation of platelet—derived growth fact... -
positive regulation of plasminogen activation -
positive regulation of peptidyl-serine phosphorylat... -

positive regulation of neuron maturation -

positive regulation of mitochondrial outer membrane...
positive regulation of metanephric glomerulus devel... -
positive regulation of extracellular matrix disasse... -
positive regulation of epidermal growth factor rece... -
positive regulation of DNA methylation—dependent he... -
positive regulation of clathrin coat assembly -

Peyer's patch morphogenesis -

nucleotide—excision repair, DNA gap filling

negative regulation of ubiquitin protein ligase act...

negative regulation of substrate adhesion—dependent...

negative regulation of single stranded viral RNA re...

negative regulation of protein neddylation

negative regulation of Arp2/3 complex—mediated acti...
mucociliary clearance -

modification—dependent protein catabolic process -
meiotic spindle organization -

iInner cell mass cell proliferation -

heterochromatin organization -

hematopoietic stem cell homeostasis -

glial cell-derived neurotrophic factor receptor sig... 1
galactosylceramide biosynthetic process -

fatty acid homeostasis -

establishment of skin barrier |

error—free translesion synthesis -

embryonic heart tube elongation -

DNA replication proofreading -

definitive hemopoiesis -

cytoplasmic microtubule organization -

cristae formation -

base—excision repair, gap—filling -

asparagine catabolic process via L—aspartate -

apical constriction -

XMP 5'-nucleosidase activity -

ubiquitin ligase inhibitor activity o

SUMO conjugating enzyme activity -
steryl—sulfatase activity -

RNA-3'-phosphate cyclase activity -

RNA polymerase | general transcription initiation f... -
RNA binding -

nucleotide binding

MRNA 5'-UTR binding -

microtubule minus—end binding -

histone H3K9me2 methyltransferase activity -
histone H3K9 monomethyltransferase activity -
galactosylceramide sulfotransferase activity -
fibronectin binding -

DNA binding -

coproporphyrinogen oxidase activity -

clathrin light chain binding -

clathrin adaptor activity -

calmodulin—lysine N—methyltransferase activity -
beta—aspartyl—peptidase activity -
asparaginase activity -

5S rRNA binding -

4 iron, 4 sulfur cluster binding -
3'-nucleotidase activity -

3'-5'-DNA exonuclease activity -

2',3'-cyclic—nucleotide 2'-phosphodiesterase activi... -

Fisher p—value
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p_value

0.75
0.50
0.25



