zinc ion import into zymogen granule - O
zinc ion import into mitochondrion - @
zinc ion import into lysosome - @
zinc export across plasma membrane - @)
xenobiotic metabolic process - @
U4 snRNA 3'-end processing - O
triglyceride homeostasis - O
TRAMP-dependent tRNA surveillance pathway - @
striatum development - O
rRNA base methylation - ®
response to trichostatin A - O
regulation of plant—type cell wall cellulose biosyn... 1 O
regulation of microvillus assembly - ®
regulation of microtubule nucleation - O
regulation of lamellipodium morphogenesis - @
regulation of ketone biosynthetic process - @
regulation of gastrulation - O
regulation of endocytosis - O
regulation of circadian rhythm - O
regulation of cilium beat frequency involved in cil... - O
regulation of ARF protein signal transduction - ®
Ras protein signal transduction - O
protein—FAD linkage - O
protein localization to membrane raft - O
protein deglutarylation - O
positive regulation of nematode larval development - O
positive regulation of gluconeogenesis - ®
positive regulation of fatty acid biosynthetic proc... 1 O
positive regulation of centrosome duplication - O
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poly(A)—dependent snoRNA 3'-end processing - O
phospholipid homeostasis - O
peptidyl-lysine desuccinylation - @
peptidyl-lysine demalonylation - @)
ornithine metabolic process - O
nucleologenesis - O
nuclear polyadenylation—dependent rRNA catabolic pr... - @
non—motile cilium assembly - O
negative regulation of stem cell population mainten... - ®
negative regulation of protein import into nucleus - O p_value

negative regulation of oligodendrocyte differentiat... @ 0.75
0.50

negative regulation of microtubule polymerization - ® 005

negative regulation of cell growth - O
negative regulation of appetite by leptin—-mediated ... - @
mitochondrial electron transport, succinate to ubiq... - O
exonucleolytic trimming to generate mature 3'-end o... - O
dorsal spinal cord development - O
cytoplasmic actin—based contraction involved in cel... - @
CUT catabolic process - O
copper ion transport A O
cholesterol catabolic process + @
chitin biosynthetic process - O
cellular response to insulin—like growth factor sti... - ®
artery smooth muscle contraction - O
actin filament severing - O

zinc:proton antiporter activity - O
testosterone 16—beta—hydroxylase activity - O
stearic acid binding - ®
small GTPase binding - O
rRNA (pseudouridine) methyltransferase activity - ®
Rho—-dependent protein serine/threonine kinase activ... 1 O
protein—succinyllysine desuccinylase activity - @
protein—malonyllysine demalonylase activity - @
protein—glutaryllysine deglutarylase activity - @
nuclear thyroid hormone receptor binding - @
NAD-dependent protein lysine deacetylase activity - O
metalloaminopeptidase activity - O
lysophosphatidic acid binding - @
long—chain fatty acyl-CoA binding - O
GTP binding - O
glycoprotein endo—alpha—-1,2—-mannosidase activity - @
GDP binding - O
G protein activity41 @
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double-stranded DNA helicase activity - @
DNA-binding transcription activator activity - @
cysteine—type endopeptidase inhibitor activity invo... - @
cholesterol 24—-hydroxylase activity - )
chitin synthase activity O
arachidonate binding - O
5'-3' RNA helicase activity - @

0.00 0.01 0.02 0.03 0.04 0.05
Fisher p—value




