ureter development -

retinal rod cell development -

regulatory ncRNA-mediated heterochromatin formation -
regulation of Wnt signaling pathway, planar cell po... -
regulation of podosome assembly -

protein localization to lysosome -

positive regulation of spindle assembly -

positive regulation of mitotic spindle organization -
positive regulation of G1/S transition of mitotic c... 1
positive regulation of centriole replication
piecemeal microautophagy of the nucleus -
pericardium development -

olfactory bulb development -

nose development -

non—motile cilium assembly -

neural tube patterning -

negative regulation of viral genome replication -
negative regulation of TORCL1 signaling -

negative regulation of G protein—coupled receptor s... -
mitotic nuclear membrane reassembly -
maintenance of animal organ identity -

lateral ventricle development -

Isoleucyl-tRNA aminoacylation -

extracellular matrix organization -

establishment or maintenance of cell polarity -
establishment of planar polarity -

epithelial cilium movement involved in determinatio... -
embryonic hindlimb morphogenesis -

embryonic forelimb morphogenesis -

embryonic cleavage -

determination of stomach left/right asymmetry -
determination of pancreatic left/right asymmetry -
determination of liver left/right asymmetry -
determination of left/right symmetry -
determination of intestine left/right asymmetry -
defense response to virus -

defense response to Gram—positive bacterium -
corpus callosum development -

convergent extension involved in gastrulation -
cellular response to nitrogen starvation -

cellular response to hyperoxia -

cellular response to glucose starvation -

cellular response to amino acid starvation -
C—-terminal protein lipidation -

atrial septum development -

tRNA binding -

thromboxane A2 receptor binding -

protein phosphatase 2A binding -

phosphotyrosine residue binding -

non—membrane spanning protein tyrosine kinase activ... -
Isoleucine—tRNA ligase activity -

collagen binding -

Atg8 activating enzyme activity -

Atgl2 activating enzyme activity -

aminoacyl-tRNA editing activity -
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