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Context: Low Pacific cod recruitment estimates and adaptation.

In Gulf of Alaska coincided with the 2014-16 &
2019 marine heatwaves.

Questions: How and why does warming affect EXDFESSiOn data reveal inﬂammation,

early life stages of Pacific cod? Which genes and
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LARVAL STUDY

2-day old embryos from 1 female x 3 males reared in
warm, acidified, cool, combined and control treatments,

larvae sampled at ~6 mm (feeding stage, pre-flexion).
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heatwaves , likely decreasing Pacific
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Mortality and growth rates and condition factors

We used phenotype variability
+ genetic data to identify

Warming increased Warming altered larval
mortality rate gene expression markers putatively associated
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