1/9/2020 EPI2ME_Report_224980

REFERENCE lambda.fasta

SEQUENCE ID lambda
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iE Reads per Barcode ID

none 441,323

iE Reads by Exit Status

Read could not be mapped orw... 12,006

Workflow successful 429,317

iE Reads per Run ID

6c8004abca259b2b9eb142beb... 441,323

REFERENCE SEQUENCE POSITION

441.9 M bp

AVERAGE IDENTITY

96.7%

80
ALIGNMENT ACCURACY (%)

Reference Alignment - v3.2.1

7



