
Provisional ID : Porites_evermani_scaffold_910_22212
Score total :        2.6
Score for star read(s) :       -1.3
Score for read counts :          0
Score for mfe :        2.3
Score for randfold :        1.6
Score for cons. seed :           
Total read count :        184
Mature read count :        184
Loop read count :          0
Star read count :          0
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......((((((((.(((((.(((((((((((((((((((......))))))))))))))))))).))))).)))).))))...((((((.(....)))))))....... reads mm sample

gaagacuggcgaugcgGguc.......................................................................................... 1 1 seq

.aagacuggcgaugcgGguc.......................................................................................... 1 1 seq

...................cAaauguuucggcuuguuccca..................................................................... 1 1 seq

....................Uaauguuucggcuuguuc........................................................................ 2 1 seq

....................Gaauguuucggcuuguuc........................................................................ 2 1 seq

....................Gaauguuucggcuuguucc....................................................................... 1 1 seq

....................caauguuucggcuuguucA....................................................................... 1 1 seq

....................caauguuucggcuuguuccc...................................................................... 4 0 seq

....................caauguuucggcuuguuccU...................................................................... 1 1 seq

....................Gaauguuucggcuuguuccc...................................................................... 6 1 seq

....................caauguuucggcuuguuccca..................................................................... 1 0 seq

....................Aaauguuucggcuuguuccca..................................................................... 72 1 seq

....................caauguuucggcuuguucccG..................................................................... 4 1 seq

.....................aauguuucggcuCguucc....................................................................... 1 1 seq

.....................aauguuucggcuuguucA....................................................................... 1 1 seq

.....................aauguuucggcuuguucc....................................................................... 8 0 seq

.....................aauguuucggcuuguucU....................................................................... 5 1 seq

.....................aauguuucggcuuguuccG...................................................................... 2 1 seq

.....................aauguuucggcuuguuccU...................................................................... 14 1 seq

.....................aauguuucggcuuguuccc...................................................................... 24 0 seq

.....................aauguuucggcuuguucccC..................................................................... 2 1 seq

.....................aauguuucggcuuguucccU..................................................................... 7 1 seq

.....................aauguuucggcuuguucccUu.................................................................... 1 1 seq

.....................aauguuucggcuuguucccUuu................................................................... 2 1 seq

.....................aauguuucggcuuguucccUuuu.................................................................. 2 1 seq

......................auguuucggcuuguuccc...................................................................... 6 0 seq

......................auguuucggcuuguuccU...................................................................... 1 1 seq

......................auguuucggcuuguucccC..................................................................... 1 1 seq

......................auguuucggcuuguucccU..................................................................... 2 1 seq

.......................uguuucggcuuguucccUuu................................................................... 8 1 seq

.......................uguuucggcuuguucccUuuuu................................................................. 2 1 seq


