
Provisional ID : Porites_evermani_scaffold_352_12219
Score total :          3
Score for star read(s) :       -1.3
Score for read counts :          0
Score for mfe :        2.7
Score for randfold :        1.6
Score for cons. seed :           
Total read count :         63
Mature read count :         63
Loop read count :          0
Star read count :          0
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..............................................................augcuaccuggugaucgaagacugauu................... 3 0 seq

...................................................................accuggugaucgaagacu....................... 3 0 seq

...................................................................accuggugaucgaagacug...................... 1 0 seq

.....................................................................cuggugaucgaagacugauuagc................ 7 0 seq

.....................................................................cuggugaucgaagacugauuagU................ 1 1 seq

......................................................................uggugaucgaagacugau.................... 4 0 seq

......................................................................uggugaucgaagacugauC................... 4 1 seq

......................................................................uggugaucgaagacugauu................... 7 0 seq

......................................................................uggugaucgaagacugauuag................. 1 0 seq

......................................................................uggugaucgGagacugauuagc................ 1 1 seq

......................................................................uggugaucgaagacugauuagA................ 1 1 seq

......................................................................uggugaucgaagacCgauuagc................ 1 1 seq

......................................................................uggugaucgaagacugauuagc................ 26 0 seq

......................................................................Aggugaucgaagacugauuagc................ 1 1 seq

......................................................................Cggugaucgaagacugauuagc................ 1 1 seq

......................................................................uggugaucgaagacugauuagU................ 6 1 seq

........................................................................gugaucgaagacugauuagc................ 1 0 seq

...........................................................................aucgaagacugauuagcag.............. 1 0 seq


