
Provisional ID : Porites_evermani_scaffold_3068_37051
Score total :        2.6
Score for star read(s) :       -1.3
Score for read counts :          0
Score for mfe :        2.3
Score for randfold :        1.6
Score for cons. seed :           
Total read count :        135
Mature read count :        119
Loop read count :          0
Star read count :         16
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gucccuggagucaauaagauagauacccuacaagcagaggcccuucgauccuccuagauaaguugacuuaucuaagaagaucaaagggccucugcucacaggguauaagauag -3'5'- obs

gucccuggagucaauaagauagauacccuacaagcagaggcccuucgauccuccuagauaaguugacuuaucuaagaagaucaaagggccucugcucacaggguauaagauag exp

(((......(((.....)))..(((((((...(((((((((((((.((((.((.((((((((....)))))))).)).)))).)))))))))))))...)))))))..))).. reads mm sample

.................................gcagaggcccuucgaucUuc............................................................ 1 1 seq

...................................agaggcccuucgaucUuccu.......................................................... 1 1 seq

...................................agaggcccuucgaucUuccuaga....................................................... 2 1 seq

.....................................aggcccuucgaucUuccuagau...................................................... 1 1 seq

.....................................aggcccuucgauccuUcuagaua..................................................... 1 1 seq

.....................................aggcccuucgauccuccuagaua..................................................... 2 0 seq

......................................ggcccuucgaucUuccuaga....................................................... 2 1 seq

......................................ggcccuucgauccuccuagaua..................................................... 1 0 seq

...........................................uucgaucUuccuagauaagu.................................................. 6 1 seq

....................................................................uaucuaagaagaucaaagggccucu.................... 1 0 seq

....................................................................uaucuaagaagaucaaagggccucuC................... 1 1 seq

.....................................................................aucuaagaagaucaaagggccucu.................... 3 0 seq

.....................................................................aucuaagaagaucaaagggccucuU................... 1 1 seq

......................................................................ucuaCgaagaucaaagggccucu.................... 1 1 seq

......................................................................ucuaagaagaucaaagggccucu.................... 21 0 seq

......................................................................ucuaGgaagaucaaagggccucu.................... 1 1 seq

......................................................................ucuaagaagaucaaagggcUucu.................... 1 1 seq

......................................................................ucuaagaagaucaaagggccucC.................... 4 1 seq

......................................................................ucuaagaagaucaaagggccucuC................... 3 1 seq

......................................................................ucuaagaagaucaaagggccucuU................... 60 1 seq

.......................................................................cuaagaagaucaaagggccucuU................... 14 1 seq

.......................................................................cuaagaagaucaaagggccucug................... 1 0 seq

...........................................................................gaagaucaaagggccucugc.................. 1 0 seq

...........................................................................gaagaucaaagggccucugU.................. 2 1 seq

...........................................................................Aaagaucaaagggccucugc.................. 1 1 seq

...........................................................................gaagaucaaagggccucugcucU............... 2 1 seq

............................................................................aagaucaaagggccCcug................... 1 1 seq


