
Provisional ID : Porites_evermani_scaffold_92_5755
Score total :        3.6
Score for star read(s) :       -1.3
Score for read counts :          0
Score for mfe :        3.3
Score for randfold :        1.6
Score for cons. seed :           
Total read count :         24
Mature read count :          8
Loop read count :         16
Star read count :          0

5'
UC U G C UA C AC A G C C GU UU

AUAUUAGUGUCGUCACGCAACGCUCCUCCC CU
GGG

GAGGAGCG
UUGCGUGA

CGACACUAUU
AACGGCUGUGUAGCAGA

CU
3'

freq.

length

1

0.75

0.5

0.25

0

81

Mature

191

Star

99

uagaucuagucugcuacacagccguuuauauuagugucgucacgcaacgcuccuccccuggggaggagcguugcgugacgacacuauuaacggcuguguagcagacug -3'5'- exp

......((((((((((((((((((((.....((((((((((((((((((((((((((...))))))))))))))))))))))))))..)))))))))))))))))))) reads mm sample

..............................uuagugucgucacgcaacgcC......................................................... 1 1 seq

..............................uuagugucgucacgcaacgcu......................................................... 2 0 seq

...............................uagugucgucacgcaacg........................................................... 1 0 seq

...............................uagugucgucacgcaaUgcu......................................................... 2 1 seq

...............................uagugucgucacgcaacgcu......................................................... 1 0 seq

..................................ugucgucacgcaacgcucUucc.................................................... 1 1 seq

.....................................cgucacgcaacgcuccuccccu................................................. 2 0 seq

.....................................cgucacgcaacgcuccuccccG................................................. 1 1 seq

..............................................................gaggagcguugcgugacgaU.......................... 1 1 seq

..................................................................agcAuugcgugacgacacu....................... 1 1 seq

....................................................................cguugcgugacgaUacua...................... 1 1 seq

....................................................................cUuugcgugacgacacuau..................... 2 1 seq

.......................................................................................Caacggcuguguagcagacu. 1 1 seq

........................................................................................aacggcuguguagcagacC. 2 1 seq

........................................................................................aacggcuguguagcagacu. 2 0 seq

.........................................................................................acggcCguguagcagacu. 3 1 seq


