Provisional 1D : Porites_evermani_scaffold_610_19285

Score total : 1.9
Score for star read(s) : -1.3 g
Score for read counts ~ : 0 L‘“G'\CGUCGUGCUUUUGC
Score for mfe 16 3" T R S S SR S SN R D N D D G N DS | L
Score for randfold : 1.6
Score for cons. seed :
Total read count : 26
Mature read count : 26
Loop read count : 0
Star read count : 0
freq.
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57- gacagacgcacgacuucaauucagacgucgugcuuuugc ggccuuaagguucuugauu -3 exp
--------------- [CCCERRRN (e I (CrrrreyS ) B ) D) B D)D) D)) ))) EEEEEEE (((ERES ) )) I ) ) ) B reads mm sample
................ CaAUUCAGACOUCTUGCA -« . . o o o o e e o e e e e e e e e e e e e e e e e e e e 1 1 seq
................... UUCAGACYUCUGCUUCU . - e et et e ot et e e e aeameonecaamecesceanascnscasansanseaeaaennennnnnnnn 1 1 seq
................... UUCAJACHUCGUYCUUCUG - - - - - i e e e e e e aaaaaaaaaaccccaccacaacacacacaaaaacaaaaaaaaaaaaaaaaaaaaaaaaaanns 1 1 seq
................... UUCAGACTUCGUGCUUCUGC - - - - e e o o e e e e e o e e m m e e e et e e e e e e e e e e e e e e 8 1 seq
................... UUCAGACYUCYUGCUUUUGC . - - e - e e e m e mm e mn o m e m m e e m e m e m e m e m e m e e e mmmemmsmennennenennenns 5 0 seq
................... UUCagaCOUCOUOCUUUUGCA . - - . o i i i i e eaaaaacaccacaccaaccaccacacacaaaaaaaaaaaaaaaaaaaaaananns 1 1 seq
................... UUCAgaCUCOUOCUUUUGCU - - . o o o e e o it e e e e e e e e e e e e e e e e e 2 1 seq
.................... UCAQACGUCGUJCUUUUGC - « - - e e e e e m e e m e m e m e m m e e m e m e e e m e e e mmmmmmeeasasnnennenennens 1 0 seq
.................... (8T e=To T= Tt o T8 X o T8 o o 18 18 18 o U 2 1 seq
.................... [UTox=To F= Tote T8 T T8 e ToT U T8 188 T T o 2 0 seq
.................... UCagaCgUCGUQOCUUUUGCA. - . . ot ot ettt it e e o e aeaecmaceamscoaecasanscnscasansensasanennenannnens 1 1 seq
.................... UCagaCgUCOUGCUUUUGCU . - - o i i i i i i e aaaaaacaccccccacacacacaccaaacaaaaaaaaaaaaaaaaaaaaaananns 1 1 seq
.................... [8Tox=To F= Tote T8 T o T8 s ToT U T8 188 T Tox C 1 1 seq
...................... agacguCguUgCUUUUUCCGUJCUUGUUAC . - -« - v e m e e m e e e me o m e e e e memmamsnnsnannnennennnnnns 1 1 seq



