
Provisional ID : Porites_evermani_scaffold_610_19285
Score total :        1.9
Score for star read(s) :       -1.3
Score for read counts :          0
Score for mfe :        1.6
Score for randfold :        1.6
Score for cons. seed :           
Total read count :         26
Mature read count :         26
Loop read count :          0
Star read count :          0
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...............((((.....(((((((((((((((.((((..(..((........))..))))).))))))))))))))).......((((....)))).)))).. reads mm sample

................caauucagacgucgugcA............................................................................ 1 1 seq

...................uucagacgucgugcuuCu......................................................................... 1 1 seq

...................uucagacgucgugcuuCug........................................................................ 1 1 seq

...................uucagacgucgugcuuCugc....................................................................... 8 1 seq

...................uucagacgucgugcuuuugc....................................................................... 5 0 seq

...................uucagacgucgugcuuuugcA...................................................................... 1 1 seq

...................uucagacgucgugcuuuugcU...................................................................... 2 1 seq

....................ucagacgucgugcuuuugc....................................................................... 1 0 seq

....................ucagacgucgugcuuuugU....................................................................... 2 1 seq

....................ucagacgucgugcuuuugcc...................................................................... 2 0 seq

....................ucagacgucgugcuuuugcA...................................................................... 1 1 seq

....................ucagacgucgugcuuuugcU...................................................................... 1 1 seq

....................ucagacgucgugcuuuugcG...................................................................... 1 1 seq

......................agacgucgugcuuuuUccgugcuugugac........................................................... 1 1 seq


