
Provisional ID : Porites_evermani_scaffold_3072_39343
Score total :      178.6
Score for star read(s) :        3.9
Score for read counts :      171.9
Score for mfe :        1.2
Score for randfold :        1.6
Score for cons. seed :           
Total read count :        349
Mature read count :        345
Loop read count :          0
Star read count :          4
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cucagugaaacacguuuccauaagcugacugugugugcaacuuucacugguuaaaaacuccuuuacgugaauuuuuagcccgcggaaguugcguaaacagaucuuuuucac -3'5'- obs

cucagugaaacacguuuccauaagcugacugugugugcaacuuucacugguuaaaaacuccuuuacgugaauuuuuagcccgcggaaguugcguaaacagaucuuuuucac exp

....((((((...((((....)))).((((((.((((((((((((.(.(((((((((.(((.....).)).))))))))).).)))))))))))).)))).))..)))))) reads mm sample

..................cauaagcugacugugugugc......................................................................... 1 0 seq

......................................aacuuucacugguuaaaaacuc................................................... 3 0 seq

......................................aacuuucacuggAuaaaaacuc................................................... 1 1 seq

......................................................................auuuuuagcccgcggaaguug.................... 1 0 seq

......................................................................auuuuuagcccgcgUaaguug.................... 1 1 seq

......................................................................auuuuuagcccgcggGaguugc................... 1 1 seq

......................................................................auuuuCagcccgcggaaguugc................... 1 1 seq

......................................................................auuuuuagcccgcggaaguugU................... 86 1 seq

......................................................................auuuuuagcccgcggaaguuAc................... 1 1 seq

......................................................................auuuuuagcccgcggaaguAgc................... 1 1 seq

......................................................................auuuuuagcccgcggaGguugc................... 2 1 seq

......................................................................auuuGuagcccgcggaaguugc................... 1 1 seq

......................................................................auuuuuagcccgcggaaguugc................... 176 0 seq

......................................................................auuuuuagcccgcggaaguugG................... 2 1 seq

......................................................................auuuuuagcccgcggaagAugc................... 1 1 seq

......................................................................auuuuuagccUgcggaaguugc................... 2 1 seq

......................................................................auuuuuagcccgcggaaguuUc................... 1 1 seq

......................................................................auuuuuagcccgcggaaguugA................... 4 1 seq

......................................................................auuuuuagcccgcggaaguugcU.................. 37 1 seq

......................................................................auuuuuagcccgcggaaguugcg.................. 3 0 seq

......................................................................auuuuuagcccgcggaaguugcC.................. 10 1 seq

.......................................................................uuuuuagcccgcggaaguugc................... 3 0 seq

.......................................................................uuuuuagcccgcggaaguugU................... 2 1 seq

.......................................................................uuuuuagcccgcggaaguugcU.................. 5 1 seq

........................................................................uuuuagcccgcggaaguugc................... 3 0 seq

........................................................................uuuuagcccgcggaaguugU................... 1 1 seq


