
Provisional ID : Porites_evermani_scaffold_180_9279
Score total :        2.1
Score for star read(s) :       -1.3
Score for read counts :          0
Score for mfe :        1.8
Score for randfold :        1.6
Score for cons. seed :           
Total read count :        116
Mature read count :        113
Loop read count :          0
Star read count :          3
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ugugacugaaugucacgaugucacgacauccaagaacggaguugaucucgucauaaaauggcgagguuuuucguucgcccccagucuugugacgguuguggucuuuggccuc -3'5'- obs

ugugacugaaugucacgaugucacgacauccaagaacggaguugaucucgucauaaaauggcgagguuuuucguucgcccccagucuugugacgguuguggucuuuggccuc exp

.(((((.....)))))..(((((((((......((((((((..(((((((((((...))))))))))))))))))).......)))..)))))).....(((.....))).. reads mm sample

............ucacgaugucacgacauccaagaacggagu...................................................................... 2 0 seq

..................ugucaUgacauccaagaacggagu...................................................................... 1 1 seq

..................ugucacgacauccaagaaUggagu...................................................................... 2 1 seq

..................ugucacgacauccaagaacggagG...................................................................... 2 1 seq

..................ugucacgacauccaagaacggagC...................................................................... 10 1 seq

..................ugucacgacauccaagaacAgagu...................................................................... 1 1 seq

..................ugucacgacauccaagGacggagu...................................................................... 1 1 seq

..................uUucacgacauccaagaacggagu...................................................................... 3 1 seq

..................ugucacgacauccaagaacggagu...................................................................... 86 0 seq

..................ugucGcgacauccaagaacggagu...................................................................... 1 1 seq

..................Cgucacgacauccaagaacggagu...................................................................... 1 1 seq

....................ucacgacauccaagaacggagu...................................................................... 5 0 seq

...................................................................uuuucguucgcccccagucuugugacggu................ 2 0 seq

.....................................................................uucguucgcccccagucuugugacgguugu............. 1 0 seq

....................................................................................ucuugugacgguuguggucuuuggccC. 2 1 seq

....................................................................................ucuugugacgguuguggucuuuggccuA 1 1 seq

....................................................................................ucuugugacgguuguggucuuuggccuc 1 0 seq


