
Provisional ID : Porites_evermani_scaffold_13_1506
Score total :        2.7
Score for star read(s) :       -1.3
Score for read counts :          0
Score for mfe :        2.4
Score for randfold :        1.6
Score for cons. seed :           
Total read count :        196
Mature read count :        189
Loop read count :          0
Star read count :          7
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gcgguacaguacagaaagcucuugcagccauuuuugucucgucacgcaaugcuccuccuccuuuguuggcgaagaguguugcgugacgagacaaaacacggcugcgaucgagg -3'5'- obs

gcgguacaguacagaaagcucuugcagccauuuuugucucgucacgcaaugcuccuccuccuuuguuggcgaagaguguugcgugacgagacaaaacacggcugcgaucgagg exp

..................(((((((((((..(((((((((((((((((((((((.((..((......)).)).)))))))))))))))))))))))...))))))))..))). reads mm sample

..............................uuuuugucucgucacgcaaCgcu............................................................ 1 1 seq

...............................uuuugucucgucacgcaaCgcu............................................................ 1 1 seq

.....................................cucgucacgcaaugcuccucGu...................................................... 1 1 seq

.....................................cucgucacgcUaugcuccuccu...................................................... 1 1 seq

.....................................cucgucacgcaaugcuccuccu...................................................... 1 0 seq

.........................................ucacgcaaugcuccuccuU..................................................... 3 1 seq

.........................................ucacgcaaugcuccuccuA..................................................... 1 1 seq

.....................................................................cgaagaguguugcgugacga........................ 2 0 seq

.....................................................................cgaagaguguugcgugacgaU....................... 1 1 seq

.....................................................................cgaagaguguugcgugacgagU...................... 3 1 seq

.....................................................................cgaagaguguugcgugacgagacU.................... 8 1 seq

.....................................................................cgaagaguguugcgugacgagacC.................... 4 1 seq

......................................................................gaagaguguugcgugacg......................... 1 0 seq

......................................................................gaagaguguugcgugacA......................... 1 1 seq

......................................................................gaagaguguugcgugacgagac..................... 1 0 seq

......................................................................gaagaguguugcgugacgagacU.................... 61 1 seq

......................................................................gaagaguguugcgugacgagacC.................... 10 1 seq

......................................................................gaagaguguugcgugacgagaca.................... 2 0 seq

......................................................................gaagaguguugcgugacgagacG.................... 5 1 seq

.......................................................................aagaguguugcgugacgaga...................... 4 0 seq

.......................................................................aagaguguugcgugacgagac..................... 1 0 seq

.......................................................................aagaguguugcgugacgagacC.................... 4 1 seq

.......................................................................aagaguguugcgugacgagacU.................... 32 1 seq

........................................................................Ggaguguugcgugacgagac..................... 1 1 seq

........................................................................agaguguugcgugacgagacC.................... 1 1 seq

........................................................................agaguguugcgugacgagacU.................... 47 1 seq

......................................................................................cgagacaaaaAacggcugcg....... 1 1 seq


