
Provisional ID : Porites_evermani_scaffold_1176_26869
Score total :        1.7
Score for star read(s) :       -1.3
Score for read counts :          0
Score for mfe :        1.4
Score for randfold :        1.6
Score for cons. seed :           
Total read count :        459
Mature read count :        459
Loop read count :          0
Star read count :          0
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uguggagucaucuucacaucuucaagguccagucucuccaggugaggagcgcagcugagauguuuuaucaaacugucgacuccugcacccagaagaggauugugugaca -3'5'- exp

(((((((....)))))))...(((.(((((..(((.((..((((((((((((((.(((.........)))..))).)).))))).))))..))))))))))...))).. reads mm sample

......................................caggugaggagcgcagUugagauguu............................................. 1 1 seq

......................................................................aacugucgacuccugcac..................... 1 0 seq

......................................................................aacugucgacuccugcacc.................... 3 0 seq

......................................................................aacugucgacuccugcacU.................... 1 1 seq

......................................................................aGcugucgacuccugcaccc................... 283 1 seq

......................................................................aacugucgacuccugcaccA................... 4 1 seq

......................................................................aacugucgacuccugcaccU................... 23 1 seq

......................................................................aacugucgacuccugcaccc................... 5 0 seq

......................................................................aacugucgacuccugcaccUa.................. 8 1 seq

......................................................................aacugucgacuccugcaccUag................. 1 1 seq

......................................................................aGcugucgacuccugcacccag................. 1 1 seq

......................................................................aacugucgacuccugcaccAag................. 3 1 seq

......................................................................aGcugucgacuccugcacccaga................ 10 1 seq

......................................................................aacugucgacuccugcaccAaga................ 12 1 seq

......................................................................aacugucgacuccugcaccUaga................ 38 1 seq

......................................................................aacugucgacuccugcaccAagaa............... 2 1 seq

......................................................................aGcugucgacuccugcacccagaag.............. 8 1 seq

......................................................................aacugucgacuccugcaccUagaag.............. 24 1 seq

......................................................................aacugucgacuccugcaccAagaag.............. 32 1 seq

......................................................................aacugucgacuccugcaccAagaaga............. 2 1 seq

......................................................................aGcugucgacuccugcacccagaaga............. 1 1 seq

......................................................................aacugucgacuccugcaccUagaaga............. 4 1 seq

......................................................................aGcugucgacuccugcacccagaagag............ 2 1 seq

......................................................................aacugucgacuccugcaccUagaagag............ 7 1 seq

......................................................................aacugucgacuccugcaccAagaagag............ 3 1 seq

......................................................................aacugucgacuccugcaccUagaagagg........... 5 1 seq

......................................................................aacugucgacuccugcacccagaagagC........... 3 1 seq

......................................................................aacugucgacuccugcaccAagaagagg........... 5 1 seq

......................................................................aGcugucgacuccugcacccagaagagg........... 1 1 seq


