Provisional 1D : Porites_evermani_scaffold_792_20466

Score total : 3.2
Score for star read(s) : -1.3 5"
Score for read counts ~ : 0 “Cj..CU¢¢~JGGAAAC'V"nérmG,\AUCL'I RO RSOOSR ST
Score for mfe : 29 v a
Score for randfold : 1.6
Score for cons. seed :
Total read count : 200
Mature read count : 200
Loop read count : 0
Star read count : 0
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57- ugagca ucuaagaagaucaaagggccucugcucacaggguaucuguggeu -3 exp
- - (- (- - - - CCaaaCC=---32333333333--2332-3333-323331332330)3) (- - - - - M- reads mm sample
................................................................... uaAcuaagaagaucaaagggCCUCU . - -« v e ccmecccmacmnnn 1 1 seq
................................................................... uaucuaagaagaucaaagggCCUCU. . -« v v o vwcanenennnnn 2 0 seq
.................................................................... aucuaagaagauCaaaggyCCU. - -« v e o ccwmccmemammean 5 0 seq
.................................................................... aucuaagaagaucaaagggCCUuCUA . . . . . ... cveoannnn 1 1 seq
.................................................................... aucuaagaagaucaaagggccucul. ... ..o iiiiaanaa.. 22 1 seq
..................................................................... ucuaagaagaucaaagggccul. . ... ... oaaaaaaan 1 seq
..................................................................... UCUAagaagaUCaAAYYYCCUC . « - e v o e v e e e e e e ma s 0 seq
..................................................................... ucuaGgaagaucaaagggCCUCU. - « v c v e v e nnennannnns 1 seq
..................................................................... ucuaagaagaucaaagggccucC. . ... ..o iiiiaaaaaan 5 1 seq
..................................................................... ucuaagaagaucaaagggCCUCU - « -« c o v v e o ccmaeammee 54 0 seq
..................................................................... ucuaagaagaucaaagggccucul. .. ... .oiiiiainaa.. 70 1 seq
..................................................................... ucuaagaagaucaaagggccucuC. . . ... ..o aaaaan 6 1 seq
...................................................................... cuaagaagaucaaagggccucul. . . ... ..o iiaaoann 1 seq
.......................................................................... gaagaucGaagggCCUCUgCUC. « . v e m v e e e mmmn 11 1 seq
.......................................................................... gaagaucGaagggCCUCUQCUCA - - -« v ac s v v e meu- 2 1 seq
........................................................................... aagaucaaagggccucugcucU. . ... ... 1 seq
........................................................................... aagaucaaagggccucugeucC. ... ..o nnnaa. . 1 1 seq



