
Provisional ID : Porites_evermani_scaffold_502_15987
Score total :      100.9
Score for star read(s) :        3.9
Score for read counts :       93.4
Score for mfe :        1.9
Score for randfold :        1.6
Score for cons. seed :           
Total read count :        195
Mature read count :        191
Loop read count :          0
Star read count :          4
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gacuaaagagcuugaccgguuagcauaacauuguaagagaucuuuaagaccucuugcauuguuaugcugccugggaaagcuucauguacguuggagaaucgcuugacuuaac -3'5'- obs

gacuaaagagcuugaccgguuagcauaacauuguaagagaucuuuaagaccucuugcauuguuaugcugccugggaaagcuucauguacguuggagaaucgcuugacuuaac exp

.((....((((((..((((.((((((((((.((((((((.((.....)).)))))))).)))))))))).))))..))))))...))..((..(........)..))..... reads mm sample

.acuaaagagcuugaccggC............................................................................................ 2 1 seq

.acuaaagagcuugaccggu............................................................................................ 2 0 seq

....................uagcauaacauuguaaga.......................................................................... 6 0 seq

....................uagcauaacauuguaagag......................................................................... 1 0 seq

....................uagcauaacauuguaagagaG....................................................................... 1 1 seq

....................uagcauaacauuguaagagau....................................................................... 1 0 seq

....................uagcaAaacauuguaagagauc...................................................................... 1 1 seq

....................uagcauaacauuguaagagauU...................................................................... 1 1 seq

....................uagcauaGcauuguaagagauc...................................................................... 1 1 seq

....................uagcauaacauCguaagagauc...................................................................... 1 1 seq

....................uagcauaacauuguaagagaCc...................................................................... 3 1 seq

....................uagcauaacauuguaagagauc...................................................................... 129 0 seq

....................uagcauaacauuguaagagauA...................................................................... 2 1 seq

....................Cagcauaacauuguaagagauc...................................................................... 1 1 seq

....................uagcauaacauuguaagagaucA..................................................................... 21 1 seq

....................uagcauGacauuguaagagaucu..................................................................... 1 1 seq

....................uagcauaacauuguaagagaucu..................................................................... 16 0 seq

....................uagcauaacauuguaagagaucC..................................................................... 5 1 seq

.................................................ccucuugcauuguuaugcugcc......................................... 4 0 seq


