Provisional 1D : Porites_evermani_scaffold_2640_35528

Score total : 25
Score for star read(s) : -1.3 5*
Score for read counts  : 0 -
Score for mfe : 2.2 \CPAGAGG,\ ,\éwéé,\p-' CEA 56 T
hd AR AG AaG LA
Score for randfold : 1.6
Score for cons. seed :
Total read count : 145
Mature read count : 142
Loop read count : 3
Star read count : 0
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................................................... uagcgccgagacgggGaccgaacgaggugaaggag- - - -« e s weacmmaaameann 1 1 seq
................................................... uagcgccgagacgggaaccgaacgaggugaadgag- « - - a e c v e aaanennaaan 2 0 seq
.................................................... f=To [oTe oToTuF=To F= Yo [ [ T T Lo N 3 1 seq
.................................................... agCyCCyagaCYgYAACCYAACY - - - - - v v c e e mwmme e e e 1 0 seq
.................................................... agcgccgagacgggaaccgaacgaggugaaggaga. « -« v c e e cnacaeennenan 1 0 seq
..................................................... gCcgCcCcgagacgggaacCgaaCyagy- « « - - -« s emacmmaa e eaa e 1 0 seq
..................................................... gcgccgagacgggaaccgaacgaggugaaggagacC. - - v v o v e c e e e e n o neann 5 0 seq
............................................................. acgggaaccgaacgaggugaaggagacA. . . ..o .eiiiiianaanan 4 1 seq
.................................................................... ccgaacgaggugaaggagacG. - o o i ceac i ieaaanaann 2 1 seq
.................................................................... ccgaacgaggugaaggagacl. . .. ... iaiiaaon 1 1 seq
.................................................................... €CgaacgaggugaaggagacC. - v vu v neennnnnnn 1 0 seq
.................................................................... ccgaacgaggugaaggagacA. .. ... i i i iiaaaaaan 78 1 seq
..................................................................... cgaacgaggugaaggagacA. . ..o c.eiieaaaaann 60 1 seq



