
Provisional ID : Porites_evermani_scaffold_18_1785
Score total :       59.5
Score for star read(s) :        3.9
Score for read counts :       51.1
Score for mfe :        2.8
Score for randfold :        1.6
Score for cons. seed :           
Total read count :        112
Mature read count :         90
Loop read count :          0
Star read count :         22
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gcaaaacagucccuaauuuuguggccuccugugcagacguucuuagggguucgucacgcguuuuugccgccugacgaaccccuaagaacguuugcgugggaggcuacuauu -3'5'- obs

gcaaaacagucccuaauuuuguggccuccugugcagacguucuuagggguucgucacgcguuuuugccgccugacgaaccccuaagaacguuugcgugggaggcuacuauu exp

....................(((((((((..(((((((((((((((((((((((((.(((.......))).)))))))))))))))))))))))))..))))))))).... reads mm sample

.......................................uucuuagggguucgucacg..................................................... 5 0 seq

.......................................uucuuGgggguucgucacg..................................................... 3 1 seq

.......................................uucAuagggguucgucacg..................................................... 1 1 seq

.......................................uucuuaggggCucgucacg..................................................... 1 1 seq

.......................................uucuuGgggguucgucacgcg................................................... 1 1 seq

.......................................uucuuagggguucgucacgcg................................................... 3 0 seq

........................................ucuuagggguucgucacgcg................................................... 7 0 seq

........................................ucuuagggguucgucacgcA................................................... 1 1 seq

......................................................................cugacgaaccccuaagaac...................... 1 0 seq

......................................................................cugacgaacccGuaagaacg..................... 1 1 seq

......................................................................cugacgaaccccuaagaacgu.................... 27 0 seq

......................................................................cugacgaaccccuaagaacgC.................... 1 1 seq

......................................................................cugacgaaccccuaagaacguuu.................. 4 0 seq

......................................................................cugacgaaccccuaagaacguuA.................. 3 1 seq

.......................................................................ugacgaaccccuaagaaU...................... 3 1 seq

.......................................................................ugacgaaccccuaagaac...................... 9 0 seq

.......................................................................ugacgaacccGuaagaacg..................... 5 1 seq

.......................................................................ugacgaaccccuaagaacg..................... 2 0 seq

.......................................................................ugacgaaccccuaagaaUg..................... 3 1 seq

.......................................................................ugacgaacGccuaagaacg..................... 2 1 seq

.......................................................................ugacgaaccccuaagaaUgu.................... 18 1 seq

.......................................................................ugacgaaccccuaagaacguuugcgugg............ 2 0 seq

..........................................................................cgaaccccuaagaacguCu.................. 4 1 seq

..........................................................................cgaaccccuaagaacguCug................. 2 1 seq

.............................................................................accccuaagaacguCugcg............... 5 1 seq

................................................................................ccuaagaacguCugcguggg........... 2 1 seq


