
Provisional ID : Porites_evermani_scaffold_189_9201
Score total :        2.6
Score for star read(s) :       -1.3
Score for read counts :          0
Score for mfe :        2.3
Score for randfold :        1.6
Score for cons. seed :           
Total read count :         67
Mature read count :         54
Loop read count :          0
Star read count :         13
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uaguucaccaugugcuugcauucuuguaucuugcaaguggugguuucuccaggcugggacacuucguauccagccuggagaaagcacugcucgcaggguagcauucuugag -3'5'- obs

uaguucaccaugugcuugcauucuuguaucuugcaaguggugguuucuccaggcugggacacuucguauccagccuggagaaagcacugcucgcaggguagcauucuugag exp

....(((....(((((((((....)))).(((((.((..(((.(((((((((((((((((.....)).))))))))))))))).)))..)).)))))..)))))...))). reads mm sample

....................................guggugguuucuccaggcug....................................................... 5 0 seq

......................................ggugguuucuccaggcuggg..................................................... 4 0 seq

......................................ggugguuucuccaggcugggU.................................................... 2 1 seq

......................................ggugguuucuccaggcugggC.................................................... 2 1 seq

......................................................................cagccuggagaaagcacu....................... 7 0 seq

......................................................................cagccuggagaaagcacugU..................... 1 1 seq

......................................................................cagccuggagaaagcacugc..................... 3 0 seq

......................................................................cagccuggagaaagcacugcu.................... 9 0 seq

......................................................................cagccuggagaaagcacugcuc................... 4 0 seq

......................................................................cagccuggagaaagcacugcucU.................. 18 1 seq

......................................................................cagccuggagaaagcacugcucA.................. 5 1 seq

......................................................................cagccuggagaaagcacugcucC.................. 2 1 seq

..........................................................................cuggagaaagcacugcuc................... 3 0 seq

..........................................................................Uuggagaaagcacugcuc................... 2 1 seq


