
Provisional ID : Porites_evermani_scaffold_1715_30085
Score total :        1.3
Score for star read(s) :       -1.3
Score for read counts :          0
Score for mfe :          1
Score for randfold :        1.6
Score for cons. seed :           
Total read count :        543
Mature read count :        543
Loop read count :          0
Star read count :          0
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aacuugccucucgaagcaaucggacgugaaauuaauacagagcuucuugagguugaaguucucgcugcacguucgaaaaaugcguuccacagagcucuuuugccugugcaaaga -3'5'- exp

...((((.....((((((.(((((((((..........((((((((........)))))))).....)))))))))....))).))).((((.((......))))))))))... reads mm sample

...................ucggacgugaaauuaaua............................................................................. 29 0 seq

...................ucggacgugaaauCaauac............................................................................ 1 1 seq

...................ucggacgugaaauuaauac............................................................................ 10 0 seq

...................ucggacgugaaauuaauaca........................................................................... 2 0 seq

...................ucggacgugaaauuaauacag.......................................................................... 9 0 seq

...................ucggGcgugaaauuaauacag.......................................................................... 1 1 seq

...................ucggacgugaaauuaauacaga......................................................................... 2 0 seq

...................ucggacgugaaauuaauacagagc....................................................................... 3 0 seq

...................ucggaUgugaaauuaauacagagcu...................................................................... 4 1 seq

...................ucggacgugaaauuaGuacagagcu...................................................................... 2 1 seq

...................ucggacgugaaGuuaauacagagcu...................................................................... 6 1 seq

...................ucggacgugaaauuaauacagagcu...................................................................... 409 0 seq

...................ucggacgugaaauuaauacagGgcu...................................................................... 4 1 seq

...................ucggacgugaaauuaauacaUagcu...................................................................... 1 1 seq

...................ucggacgugaGauuaauacagagcu...................................................................... 1 1 seq

...................ucggacgugaaauuaauacagagcG...................................................................... 3 1 seq

...................uAggacgugaaauuaauacagagcu...................................................................... 1 1 seq

...................ucggacgugaaauuGauacagagcu...................................................................... 3 1 seq

...................ucggacAugaaauuaauacagagcu...................................................................... 1 1 seq

...................Acggacgugaaauuaauacagagcu...................................................................... 1 1 seq

...................ucggacgugaaauuaauacagaAcu...................................................................... 1 1 seq

...................ucggacgCgaaauuaauacagagcu...................................................................... 1 1 seq

...................ucggacgugaaauuaauacagagcA...................................................................... 6 1 seq

...................ucggacgugaaauuaauacagagcC...................................................................... 40 1 seq

...................ucggacgugaaauuaaCacagagcu...................................................................... 2 1 seq

................................................................................ugcguuccacagagcucuuuugccugC....... 3 1 seq

................................................................................ugcguuccacagagcucuuuugccugu....... 18 0 seq


